Key indicators: single-crystal X-ray study; T = 300 K; mean (C-C) = 0.004 Å; R factor = 0.070; wR factor = 0.227; data-to-parameter ratio = 15.1.
In the title compound, C 18 H 17 N 3 OÁ0.5C 2 H 5 OH, the dihedral angles between the central imidazole rings and the pendant benzene rings are 42.06 (15) and 2.01 (16) in one asymmetric molecule and 47.91 (15) and 7.31 (14) in the other. An intramolecular N-HÁ Á ÁO hydrogen bond occurs in each imidazole molecule. In the crystal, the components are connected by O-HÁ Á ÁN, N-HÁ Á ÁO, C-HÁ Á ÁO and N-HÁ Á ÁN hydrogen bonds. Weak aromatic -interactions also occur [shortest centroid-centroid distance = 3.684 (3) Å ].
Related literature
For background to imidazoles, see: Shi et al. (2011) . For a related structure, see: Chang et al. (2012) . For further synthetic details, see: Shafi et al. (2005) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). The geometry of the compound is similar to (Z)-4-(2-Hydroxybenzylidene)-1-methyl-2-phenyl-1H-imidazol-5(4H)-one (Chang et al., 2012) .
The molecules are connected by hydrogen bonds of the type N-H···O, C-H···O and N-H···N (Fig. 2.) . Table 1 shows the geometry of intramolecular and intermolecular hydrogen bond. In addition, weak interactions π-π occur [shortest centroid-centroid distance = 3.684 (3) Å].
The title molecule was synthesized according to the reported procedure (Shafi et al., 2005) and yellow blocks were recrystallized from ethanol solution.
Refinement
All the hydrogen atoms of the compound are fixed geometrically (N-H = 0.86 and C-H= 0.93-0.97 Å) and allowed to ride on their parent atoms. The H2 atom on O2 atom is located in a difference Fourier map and isotropically refined. ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. C6A-C5A-C10A 119.6 (2) C14B-C13B-C18B 120.9 (3) C5A-C6A-C7A 121.9 (2) C13B-C14B-C15B 120.8 (3) C8A-C7A-C17A 121.3 (2) C14B-C15B-C16B 120.6 (3) C6A-C7A-C8A 117.5 (2) C11B-C16B-C15B 120.0 (2) C6A-C7A-C17A 121.3 (2) C7B-C6B-H6B 119.00 C7A-C8A-C9A 121.7 (3) C5B-C6B-H6B 119.00 C8A-C9A-C10A 120.8 (3) C7B-C8B-H8B 119.00 C5A-C10A-C9A
Computing details

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (
118.6 (3) C9B-C8B-H8B 119.00 C2A-C11A-C12A 121.8 (2) C10B-C9B-H9B 120.00 C2A-C11A-C16A 119.3 (2) C8B-C9B-H9B 120.00 C12A-C11A-C16A 118.9 (2) C5B-C10B-H10B 121.00 C11A-C12A-C13A
122.3 (3) C9B-C10B-H10B 121.00 C14A-C13A-C18A 121.5 (3) C13B-C12B-H12B 119.00 C12A-C13A-C18A 120.8 (4) C11B-C12B-H12B 119.00 C12A-C13A-C14A 117.7 (3) C13B-C14B-H14B 120.00 C13A-C14A-C15A 120.7 (3) C15B-C14B-H14B 120.00 C14A-C15A-C16A 122.0 (4) C14B-C15B-H15B 120.00 C11A-C16A-C15A
118.4 (3) C16B-C15B-H15B 120.00 C7A-C6A-H6A
119.00 C15B-C16B-H16B 120.00 C5A-C6A-H6A
119.00 C11B-C16B-H16B 120.00 C9A-C8A-H8A
119.00
Hydrogen-bond geometry (Å, º) 
